
Mailing addrses: Qeratbzs Bldg. 

Dear Tom: 

Novemtw 25, 195’7 

dhen I came back from Australia, I found your article with Yaz6 in the 
Ann. Pasteur; this just coimdded with the galley proof eneloeed, which 
I have just eorreoted and returned. I thought you’d be interested to sea 
it. 

As you know, these da&a are quite antique by now, but I had hesitated to 
publish t&n in suuh detail until I got on to the notation& out in the paper- 
&&h in tam was a devtalopnant frwn an analyeis of Demerrscl data on trans- 
duction. I can ha&e the rune considerationa nay have dieoouraged you from 
tabulating the full genotypes of the reao&inants, clone by clone,-- a datuna 
I’d be interested to look at if you have it ha&y. 

I 9UppOSt3 138 i3hauldn't be $00 Startled at th6 CObCidenC6 Of OIW COllChlaiOnSZ 
it lends some confideme to their possible correctness. 

Do you have tl rscord of &a frequency of viable Rfr and F” exconjugants 
respectively? In my J Bact note> this was (rather confusingly)givm ast 

Total pairs: 279 

Eifrviable 222 

F- viable 190 

Pairs with recambinirnte 
from E- excongugant 

Among these, Hfr also 
vi&b10 

66 

51 

‘Both viable 1591 

Doea thie acoord with your results? Of cloursas a complete mxmnt should 
take nota of tlm fate of the subclones of the Nfr exconjugant, and this I 
did not bother to do except in a few pedigrees. 33 there is a marked effect 
on the v&ability of the Hfr nate, itiofid bs worth comparing this in P+ x F- 
crosses also. 

riith best &egards, 

3 



hecovery of parental. types and divisior~s at, which sebWeP%ti% of 
various recombinants occurred iri 11 pedixrsss 
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DISCUSSION 

Cq IAD?QU3'BG (1956) has recorded genetie analyses of be&&al fatlies 

produced by the plump, nonmotile r strain I&2401 after oonjugation 

with a slender motile Hfr strafn W-3011. Only 66 F" exaonjugants out 

of 273 cou~lea grave recombinant8 (involving 9 markers) which is a much 

mnaller a>roportion than the 11 out of 18 pairs that we obte%ned, Thie 

may be explained by the fact that his Hfr strain transmitted a different 

set of characters and in an order that is the revera of that transmitted 

by our atrain HfrH. MS results agree with ours en showing that a number 

of different reaombfnant types may be recovered from R single exconju- 

gant. However, the average number of reoombinants per exaonjugant is 
,? *: ,' i ,' 

muoh lower than our@, Of 7;;,& excon:lugants reported in greater detail 

later (LEDERDERG, 1958), 52 gave only one tyee of recombinant, all for 

the most frequently observed eet of three markerr; 10 yielded two types; 

3 geve three types; and only one gave four types. In none of these 

four latter sedigrees was a given Wfr marker observed in more than two 

recombinants. This suggested the ooasibility of reaiprooal crossovers 

or, in agreement with our data on strain8 of high&r efertility", the 

alternative of sucoeesive redombinationa or Weiotic reoyoling.fl 



0 ' e cruld easily have missed recombinants of these classes if they 
;:crc‘; rr.iX@d xSt;h I;- bactsria 3.n R termfnal clone. 

+ T:hc n~timbers in parentheses indicate the t&al number of reccmbinnnt 
types inc1udir.g rcambinsnts for mctility. 


